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NOTIFICATION OF SUSPENSION 



All claims are presently allowable. However, a reference relevant to the examination of 
this application may soon become available. Therefore, ex parte prosecution is SUSPENDED 
FOR A PERIOD OF SIX (6) MONTHS from the date of this letter. Upon expiration of the 
period of suspension, applicant should make an inquiry as to the status of the application. 

Any inquiry concerning this communication or earlier communications from the 
examiner should be directed to Stephen L. Rawlings, Ph.D. whose telephone number is (571) 
272-0836. The examiner can normally be reached on Monday-Friday, 8:30AM-5:OOPM. 

If attempts to reach the examiner by telephone are unsuccessful, the examiner's 
supervisor, Yvonne (Bonnie) Eyler, Ph.D. can be reached on (571) 272-0871. The fax phone 
number for the organization where this application or proceeding is assigned is 703-872-9306. 

Information regarding the status of an application may be obtained from the Patent 
Application Information Retrieval (PAIR) system. Status information for published applications 
may be obtained from either Private PAIR or Public PAIR. Status information for unpublished 
applications is available through Private PAIR only. For more information about the PAIR 
system, see http://pair-direct.uspto.gov. Should you have questions on access to the Private PAIR 
system, contact the Electronic Business Center (EBC) at 866-217-9197 (toll-free). 

Stephen L. Rawlings, Ph.D. 
Examiner 

Art Unit 1642 / 
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IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 

re Application of: Jane YE et al. Art Unit: 1 642 

Serial No.: 09/817,198 Examiner: S. Rawlings 

Filed: March 27, 2001 Arty. Docket: CL001 188 ^CE/VED 

For: ISOLATED HUMAN RAS-LIKE PROTEINS, NUCLEIC I 8 2003 

TECH CENTER WO/2900 



ACID MOLECULES ENCODING HUMAN RAS-LIKE 
PROTEINS, AND USES THEREOF 



Statement Regarding Duty to Disclose Information Material To Patentability Under 

37 CFR1.56 (a) and (b) 

Assistant Commissioner for Patents 
Washington, D.C. 20231 

Sir: 

Applicants hereby notify the US Patent and Trademark Office of the documents 
listed on the attached PTO Form SB/08 A, which may be deemed relevant to the 
patentability of the claims of the above application. One copy of each of the listed 
documents is submitted herewith. The submission of the listed documents is not intended 
as an admission that any such document constitutes prior art against the claims of the 
present application. 

Please charge the fee set forth in §1.17(p) to deposit account number 50-0970. 

Furthermore, the Office is authorized to charge any other necessary fees related to the 

processing of this application to Deposit Account No. 50-0970. 

Respectfully submitted, 
CELERA GENOMICS 




Date: August 15. 2003 By: ^-—StL&'i 

JuptifiD. Karjala, Reg No. 43,704 
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Your Fast a Input (protein sequence) : 

>CL001188, SEQ ID NO:2, July 22, 2003 

1 MAKQYDVLFR LLLIGDSGVG KTCLLCRFTD NEFHSSHIST IGVDFKMKTI 
51 EVDGIKVRIQ IWDTAGQERY QTITKQYYRR AQGIFLVYDI SSERSYQHIM 
101 KWVSDVDEYA PEGVQKILIG NKADEEQKRQ VGREQGQQLA KEYGMDFYET 
151 SACTNLNIKE SFTRLTELVL QAHRKELEGL RMRASNELAL AELEEEEGKP 
2 01 EGPANSSKTC WC 



BliASTP 2.0.14 [Jun-29-2000] 

Reference: Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997) , 
"Gapped BLAST and PSI-BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 

Query= CL001188, SEQ ID NO: 2, July 22, 2003 
(212 letters) 



Database : /work/ eda/blast/public/FastAlert_P . f asta 

261,406 sequences; 38,879,213 total letters 







Score 




E 


Sequences producing significant alignments: 


(bits) 


Value 


CRA 


32000240221474 /dataset=FastAlert /length=401 /altid=Derwen. . 


434 


e-122 


CRA 


32000240222294 /dataset=FastAlert /length=188 /altid=Derwen. . 


328 


5e- 


-90 


CRA 


222000046041136 /dataset=FastAlert /length=206 /altid=Derwe . . 


208 


9e- 


-54 


CRA 


222000046041136 /dataset=FastAlert /length=206 /altid=Derwe . . 


208 


9e- 


-54 


CRA 


335001100263520 /dataset=FastAlert /length=201 /altid=Derwe . . 


189 


4e- 


-48 


CRA 


1000686060616 /dataset=FastAlert /length=201 /altid=Derwent . . 


187 


2e- 


-47 


CRA 


222000046042302 /dataset=FastAlert /length=225 /altid=Derwe . . 


186 


3e- 


-47 


CRA 


108000024647143 /dataset=FastAlert /length=222 /altid=Derwe . . 


186 


3e- 


-47 


CRA 


61000067295245 /dataset=FastAlert /length=:192 /altid=Derwen. . 


182 


7e- 


-46 


CRA 


61000067295245 /dataset=FastAlert /length=192 /altid=Derwen. . 


182 


7e- 


-46 


CRA 


61000067295245 /dataset=FastAlert /length=192 /altid=Derwen. . 


182 


7e- 


-46 


CRA 


1000686241993 /dataset=FastAlert /length=206 /altid=Derwent . . 


180 


2e 


-45 


CRA 


1000685994038 /dataset=FastAlert /length=220 /altid=Derwent . . 


175 


8e 


-44 


CRA 


1000685994045 /dataset=FastAlert /length=219 /altid=Derwent . . 


172 


4e 


-43 


CRA 


114000033844218 /dataset=FastAlert /length=223 /altid=Derwe. . 


170 


2e 


-42 


CRA 


114000033844218 /dataset=FastAlert /length=223 /altid=Derwe . . 


170 


2e 


-42 


CRA 


335001135760043 /dataset=FastAlert /length=223 /altid=Derwe . . 


169 


3e 


-42 


CRA 


335001135760043 /dataset=FastAlert /length=223 /altid=Derwe . . 


169 


3e 


-42 


CRA 


32000240221441 /dataset=FastAlert /length=226 /altid=Derwen. . 


169 


5e 


-42 


CRA 


32000240222268 /dataset=FastAlert /length=222 /altid=Derwen. . 


168 


6e 


-42 


CRA 


63000081703897 /dataset=FastAlert /length=191 /altid=Derwen. . 


164 


9e 


-41 


CRA 


1000685933164 /dataset=FastAlert /length=223 /altid=Derwent . . 


163 


3e 


-40 


CRA 


32000240222258 /dataset=FastAlert /length=307 /altid=Derwen. . 


155 


5e 


-38 


CRA 


1000687097915 /dataset=FastAlert /length=218 /altid=Derwent . . 


150 


3e 


-36 


CRA 


32000240221457 /dataset=FastAlert /length=225 /altid=Derwen. . 


149 


4e 


-36 


CRA 


32000240222278 /dataset=FastAlert /length=222 /altid=Derwen. . 


149 


4e 


-36 


CRA 


222000046042251 /dataset=FastAlert /length=204 /altid=Derwe . . 


147 


2e 


-35 


CRA 


225000064344225 /dataset=FastAlert /length=217 /altid=Derwe . . 


145 


9e 


-35 
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i\ 1000685994062 /dataset=FastAlert /length=208 /altid=Derwent . 
i\ 1000686416909 /dataset=FastAlert /length=215 /altid=Derwent . 
i\ 222000046041082 /dataset=FastAlert /length=196 /altid=Derwe . 
l| 225000036222340 /dataset=FastAlert /length=211 /altid=Derwe . 
l| 1000685992244 /dataset=FastAlert /length=216 /altid=Derwent . 
i\ 154000124061191 /dataset=FastAlert /length=229 /altid=Derwe . 
i\ 120000039871656 /dataset=FastAlert /length=259 /altid=Derwe . 
l| 32000240221472 /dataset=FastAlert /length=287 /altid=Derwen . 
i\ 225000036222336 /dataset=FastAlert /length=260 /altid=Derwe . 
l| 120000039871656 /dataset=FastAlert /length=259 /altid=Derwe . 
l| 1000685967403 /dataset=FastAlert /length=208 /altid=Derwent . 
l| 222000045483545 /dataset=FastAlert /length=173 /altid=Derwe . 
l| 335001100581586 /dataset=FastAlert /length=254 /altid=Derwe . 
l| 36000087531406 /dataset=FastAlert /length=211 /altid=Derwen . 
l| 32000240221470 /dataset=FastAlert /length=239 /altid=Derwen . 
l| 150000079524485 /dataset=FastAlert /length=195 /altid=Derwe . 
l| 103000001534044 /dataset=FastAlert /length=201 /altid=Derwe . 
l| 32000240221476 /dataset=FastAlert /length=221 /altid=Derwen . 
l| 32000240221449 /dataset=FastAlert /length=139 /altid=Derwen . 
l| 335001136401671 /dataset=FastAlert /length=222 /altid=Derwe . 
l| 32000240222260 /dataset=FastAlert /length=133 /altid=Derwen . 
l| 32000240221443 /dataset=FastAlert /length=230 /altid=Derwen . 
i\ 32000240222270 /dataset=FastAlert /length=228 /altid=Derwen . 
l| 61000067295440 /dataset=FastAlert /length=160 /altid=Derwen . 
l| 32000240222280 /dataset=FastAlert /length=252 /altid=Derwen . 
l| 32000240221468 /dataset=FastAlert /length=146 /altid=Derwen . 
l| 32000240221445 /dataset=FastAlert /length=255 /altid=Derwen . 
l| 32000240222288 /dataset=FastAlert /length=131 /altid=Derwen . 
l| 1000685966969 /dataset=FastAlert /length=234 /altid=Derwent . 
l| 32000240222290 /dataset=FastAlert /length=184 /altid=Derwen . 
l| 11000481043385 /dataset=FastAlert /length=203 /altid=Derwen . 
l| 1000686661821 /dataset=FastAlert /length=204 /altid=Derwent . 
l| 32000240222292 /dataset=FastAlert /length=197 /altid=Derwen . 
l| 32000237519597 /dataset=FastAlert /length=227 /altid=Derwen . 
l| 32000237519597 /dataset=FastAlert /length=227 /altid=Derwen . 
l| 108000000892119 /dataset=FastAlert /length=184 /altid=Derwe . 
l| 1000686004374 /dataset=FastAlert /length=189 /altid==Derwent . 
l| 335001135759234 /dataset=FastAlert /length=190 /altid=Derwe . 
l| 1000686021342 /dataset=FastAlert /length=206 /altid=Derwent . 
l| 89000000213821 /dataset=FastAlert /length=273 /altid=Derwen . 
l| 32000240221447 /dataset=FastAlert /length=168 /altid=Derwen . 
l| 1000685999812 /dataset=FastAlert /length=188 /altid=Derwent . 
l| 222000046042657 /dataset=FastAlert /length=193 /altid=Derwe . 
l| 225000064244454 /dataset=FastAlert /length=197 /altid=Derwe . 
l| 1000685832047 /dataset=FastAlert /length=216 /altid=Derwent . 
l| 222000046042603 /dataset=FastAlert /length=215 /altid=Derwe . 
i\ 32000240222263 /dataset=FastAlert /length=175 /altid=Derwen . 
l| 32000240221439 /dataset=FastAlert /length=138 /altid=Derwen . 
l| 222000046041513 /dataset=FastAlert /length=193 /altid=Derwe . 
l| 32000237529900 /dataset=FastAlert /length=208 /altid=Derwen . 
l| 32000240221459 /dataset=FastAlert /length=157 /altid=Derwen . 
l| 222000046041455 /dataset=FastAlert /length=218 /altid=Derwe . 
t j 117000066865809 /dataset=FastAlert /length=192 /altid=Derwe . 
i\ 222000045498106 /dataset=FastAlert /length=238 /altid=Derwe . 
l j 222000046042059 /dataset=FastAlert /length=192 /altid=Derwe . 
l| 114000033855298 /dataset=FastAlert /length=195 /altid=Derwe . 
l| 32000240222282 /dataset=FastAlert /length=159 /altid=Derwen . 
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32000240221423 
32000240221451 
32000240222284 
32000240221451 
32000240222252 



/ al t id=Derwen . 
/ al t id=Derwen . 
/ altid=Derwen . 
/ altid=Derwen . 



1000686631282 /dataset=FastAlert /length=192 /altid=Derwent . 
222000045623968 /dataset=FastAlert /length=139 /altid=Derwe . 
222000045623966 /dataset=FastAlert /length=147 /altid=Derwe . 
32000240221429 /dataset=FastAlert /length=198 /altid=Derwen . 
32000240222254 /dataset=FastAlert /length=194 /altid=Derwen . 
32000240221436 /dataset=FastAlert /length=223 /altid=Derwen . 
225000064260304 /dataset=FastAlert /length=189 /altid=Derwe . 
32000240221431 /dataset=FastAlert /length=158 /altid=Derwen . 
335001116167665 /dataset=FastAlert /length=236 /altid=Derwe . 
32000240222276 /dataset=FastAlert /length=135 /altid=Derwen . 

/dataset=FastAlert /length=194 /altid=Derwen . 
/dataset=FastAlert /length=146 
/dataset=FastAlert /length=209 
/dataset=FastAlert /length=146 
/dataset=FastAlert /length=191 
335001135784478 /dataset=FastAlert /length=224 /altid=Derwe . 
32000237539515 /dataset=FastAlert /length=225 /altid=Derwen . 
222000050681422 /dataset=FastAlert /length=272 /altid=Derwe . 
225000030386673 /dataset=FastAlert /length=237 /altid=Derwe . 
223000051689363 /dataset=FastAlert /length=265 /altid=Derwe . 
222000046042605 /dataset=FastAlert /length=318 /altid=Derwe . 
32000240221425 /dataset=FastAlert /length=149 /altid=Derwen . 
222000050364776 /dataset=FastAlert /length=273 /altid=Derwe . 
/dataset=FastAlert /length=184 
/dataset=FastAlert /length=266 
/dataset=FastAlert /length=266 
/dataset=FastAlert /length=273 
32000240221433 /dataset=FastAlert /length=206 /altid=Derwen . 
1000686953478 /dataset=FastAlert /length=229 /altid=Derwent . 
1000686953478 /dataset=FastAlert /length=229 /altid=Derwent . 
66000020054156 /dataset=FastAlert /length=191 /altid=Derwen . 
32000240222256 /dataset=FastAlert /length=194 /altid=Derwen . 
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103000001534928 
103000001534928 
222000050364778 
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/altid=Derwe . 
/altid=Derwe , 
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>CRA| 32000240221474 /dataset=FastAlert /length=401 

/alt id=Derwent | US2 002 168711. 701 /def =07- JAN- 2003 
Length =401 

Score = 434 bits (1105) , Expect = e-122 

Identities = 212/212 (100%), Positives = 212/212 (100%) 



Query: 


1 


Sbjct : 


27 


Query: 


61 


Sbjct : 


87 


Query : 


121 


Sbjct: 


147 


Query : 


181 


Sbjct: 


207 



MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 



IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 



NKADEEQKRQVGREQGQQLAKE YGMDF YETSACTNLNI KES FTRLTEL VLQAHRKELEGL 



RMRASNELALAELEEEEGKPEGPANSSKTCWC 
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>CRA| 32000240222294 /dataset=FastAlert /length=188 

/altid=Derwent | US2002168711 . 1120 /def =07- JAN-2003 
Length = 188 

Score = 328 bits (832) , Expect = 5e-90 

Identities = 160/164 (97%), Positives = 160/164 (97%) 

Query: 1 MAKQYDVIiFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVlDFKMKTIEVDGIKVRIQ 60 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVX)FKMKTIEVDGIKVRIQ 
Sbjct: 24 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 83 

Query : 6 1 I WDTAGQE RYQT I TKQ YYRRAQG I FLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 120 

I WDTAGQE RYQT I TKQ YYRRAQG I FLVYDISSERSYQHIMKWVSDVDEYAPEGVQ ILIG 
Sbjct: 84 I WDTAGQERYQT I TKQ YYRRAQG I FL VYDI S SERS YQH I MKWVSDVDE YAPEGVQX ILIG 143 

Query: 121 NKADEEQKRQVGREQGQQLAKE YGMDFYETSACTNLNI KES FTR 164 

NKADEEQ RQVGREQGQ LA EYGMDFYETSACTNLNIKESFTR 
Sbjct: 144 NKADEEQXRQVGREQGQXLAXE YGMDFYETSACTNLNI KES FTR 187 

Database: /work/eda/blast/public/FastAlert_P . f asta 

Posted date: Mar 1, 2 003 1:40 PM 
Number of letters in database: 38,879,213 
Number of sequences in database: 261,406 

Lambda K H 

0.317 0.134 0.389 

Gapped 

Lambda K H 

0.270 0.0470 0.230 



Matrix: BLOSUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 15413235 

Number of Sequences: 261406 

Number of extensions: 575941 

Number of successful extensions: 2573 

Number of sequences better than 1.0e-08: 117 

Number of HSP's better than 0.0 without gapping: 74 

Number of HSP's successfully gapped in prelim test: 43 

Number of HSP's that attempted gapping in prelim test: 2415 

Number of HSP's gapped (non-prelim): 118 

length of query: 212 

length of database: 38,879,213 

effective HSP length: 51 

effective length of query: 161 

effective length of database: 25,547,507 

effective search space: 4113148627 

effective search space used: 4113148627 

T: 11 

A: 40 

XI: 16 ( 7.3 bits) 
X2: 38 (14.8 bits) 
X3: 64 (24.9 bits) 
SI: 41 (21.7 bits) 
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S2: 139 (58.6 bits) 



BLASTP 2.0.14 [ Juil-29-2000] 

Reference: Altschul, Stephen F . , Thomas L. Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997) , 
"Gapped BLAST and PSI -BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 

Query= CL001188, SEQ ID NO: 2, July 22, 2003 
(212 letters) 



Database : /work/eda3/blast/public/geneseqp_all . f asta 

952,616 sequences; 143,563,330 total letters 
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Sequences producing significant alignments: 
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CRA| 1000686637326 /dataset=GENESEQ /org=Candida albicans /taxon. 
CRA j 222000045620847 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 335001099265605 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA j 1000685994023 /dataset=GENESEQ /org=Homo sapiens /taxon=960. 
CRA| 1000685994023 /dataset=GENESEQ /org=Homo sapiens /taxon=960. 
CRA| 335001099347389 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 46000103855873 /dataset=GENESEQ /org=Candida albicans /taxo. 
CRA| 335001100352667 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100091131 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA j 88000001346929 /dataset=GENESEQ /org=Arabidopsis thaliana /. 
CRA| 1000686622855 /dataset=GENESEQ /org=Drosophila melanogaster . 
CRA j 335001101578920 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 76000053337893 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
CRA| 76000053337893 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 76000053337893 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 335001101581198 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 335001101581198 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 119000051867495 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 1000685796882 /dataset=GENESEQ /org=Drosophila melanogaster. 
CRA| 335001100394080 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 89000000216804 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA j 224000021583810 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA | 1000686371322 /dataset=GENESEQ /org=Arabidopsis thaliana /t. 
CRA| 335001100305301 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA j 335001100534723 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 223000029701824 /dataset=GENESEQ /org=Mammalia /taxon=40674 . 
CRA j 224000006151773 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 63000081707020 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 83000042879371 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 32000240221441 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 224000006074656 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 89000000233982 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA| 32000240222268 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 63000081706075 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 335001101581196 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 335001101581196 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 67000082123473 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 119000051867513 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 119000051867513 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA j 89000000223650 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA j 89000000246345 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA| 32000254838248 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA | 1000686622864 /dataset=GENESEQ /org=Drosophila melanogaster. 
CRA j 32000254838246 /dataset=GENESEQ /org=Mus musculus /taxon=10. 
CRA| 63000081703897 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 224000006725692 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 63000081703897 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA j 63000081703897 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
CRA j 89000000236046 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA| 88000001346768 /dataset=GENESEQ /org=Arabidopsis thaliana /. 
CRA| 335001100352582 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100555818 /dataset=GENESEQ /org=Rattus sp /taxon=0 /m. 
CRA| 1000686622858 /dataset=GENESEQ /org=Drosophila melanogaster. 
CRA| 114000033749681 /dataset=GENESEQ /org=Mus musculus /taxon=l . 
CRA| 1000685994034 /dataset=GENESEQ /org=Homo sapiens /taxon=960 . 
CRA| 114000033749681 /dataset=GENESEQ /org=Mus musculus /taxon=l. 
CRA| 335001100555818 /dataset=GENESEQ /org=Rattus sp /taxon=0 /m. 
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CRA| 1000685825731 /dataset=GENESEQ /org=Homo sapiens /taxon=960 . 
CRA| 1000686622877 /dataset=GENESEQ /org=Drosophila melanogaster . 
CRA| 335001100347481 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA j 335001100347479 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 335001099344825 /dataset=GENESEQ /org=Mus sp /taxon=0 /mol_. 
CRA j 1000686674562 /dataset=GENESEQ /org=Arabidopsis thaliana /t. 
CRA j 1000686585320 /dataset=GENESEQ /org=Arabidopsis thaliana /t. 
CRA| 335001099309634 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA j 1000686674562 /dataset=GENESEQ /org=Arabidopsis thaliana /t . 
CRA j 335001099554084 /dataset=GENESEQ /org=Zea mays siibsp. mays . 
CRA| 335001099554082 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 335001099554018 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 1000686519083 /dataset=GENESEQ /org=Arabidopsis thaliana /t. 
CRA| 335001100290048 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 1000686519083 /dataset=GENESEQ /org=Arabidopsis thaliana /t. 
CRA| 335001100534891 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 335001099000066 /dataset=GENESEQ /org=Rattus rattus /taxon= . 
CRA| 335001100340186 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 335001099250649 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 335001100156292 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 335001100156290 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 32000240222258 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 335001100290107 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA| 1000687244307 /dataset=GENESEQ /org=Homo sapiens /taxon=960. 
CRA | 335001101558663 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 1000687244307 /dataset=GENESEQ /org=Homo sapiens /taxon=960. 
CRA| 103000001518383 /dataset=GENESEQ /org=Unidentif ied /taxon=0 . 
CRA| 1000687244307 /dataset=GENESEQ /org=Homo sapiens Vtaxon=960 . 
CRA| 335001100275225 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 88000001408868 /dataset=GENESEQ /org=Arabidopsis thaliana /. 
CRA| 1000686622868 /dataset=GENESEQ /org=Drosophila melanogaster. 
CRA| 92000053682712 /dataset=GENESEQ /org=Candida albicans /taxo. 
CRA| 150000001908705 /dataset=GENESEQ /org=Unidentif ied /taxon=0 . 
CRA| 335001099275805 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100269308 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 1000686604422 /dataset=GENESEQ /org=Arabidopsis thaliana /t . 
CRA| 65000056694958 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
CRA| 1000687172773 /dataset=GENESEQ /org=Pisum sativum /taxon=38. 
CRA| 89000000217366 /dataset=GENESEQ /org=Drosophila melanogaste. 
CRA | 88000001524383 /dataset=GENESEQ /org=Arabidopsis thaliana /. 
CRA| 335001099211391 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 114000033842770 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA | 32000237517474 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
CRA| 114000033842770 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 1000685923225 /dataset=GENESEQ /org=Arabidopsis thaliana /t . 
CRA| 335001100319020 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100790831 /dataset=GENESEQ /org=Homo sapiens /taxon=9 . 
CRA| 335001100340118 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001099504613 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001099504611 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 163000046682233 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100205644 /dataset=GENESEQ /org=Arabidopsis thaliana . 
CRA| 335001100156294 /dataset=GENESEQ /org=Zea mays subsp. mays . 
CRA j 335001101502532 /dataset=GENESEQ /org=Homo sapiens /taxon=9. 
CRA| 334000045893133 /dataset=GENESEQ /org=Homo sapiens /taxon=9 . 
CRA j 32000240222278 /dataset=GENESEQ /org=Homo sapiens /taxon=96. 
CRA| 32000240221457 /dataset=GENESEQ /org=Homo sapiens /taxon=96 . 
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>CRA| 335001116160682 /dataset=GENESEQ /org=Homo sapiens /taxon=9606 
/mol_type=aa /date=14-OCT-02 /length=212 
/altid=derwent_ac |ABP62882 /altid=derwent_id | ABP62882 
/def=Human polypeptide SEQ ID NO 319 
/patent =W02 002 18424 -A2 /pat_section=Claim 
Length = 212 
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Score = 434 bits (1105), Expect = e-121 

Identities = 212/212 (100%) , Positives = 212/212 (100%) 

Query: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 
Sbjct: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 

Query: 61 I WDTAGQERYQTI TKQYYRRAQGI FLVYDI SSERS YQHIMKWVSDVDEYAPEGVQKI L I G 120 

I WDTAGQERYQTI TKQYYRRAQGI FLVYDI SSERS YQHIMKWVSDVDEYAPEGVQKI L I G 
Sbjct: 61 I WDTAGQER YQT I TKQ YYRRAQG I FLVYD I SSERS YQH I MKWVSDVDE YAPEGVQKI L I G 120 

Query: 121 NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 180 

NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 
Sbjct: 121 NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 180 

Query: 181 RMRASNELALAELEEEEGKPEGPANS SKTCWC 212 

RMRASNELALAELEEEEGKPEGPANSSKTCWC 
Sbjct: 181 RMRASNELALAELEEEEGKPEGPANS SKTCWC 212 



>CRA| 32000240221474 /dataset=GENESEQ /org=Homo sapiens /taxon=9606 
/mol_type=aa /date=07-NOV-01 /length=401 
/altid=derwent_ac|AAU17136 /altid=derwent_id | AAU17136 
/def=Novel signal transduction pathway protein, Seq ID 
701 /patent=WO200154733-Al /pat_sect ion=Claim 
Length = 401 

Score = 434 bits (1105), Expect = e-121 

Identities = 212/212 (100%), Positives = 212/212 (100%) 

Query: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 
Sbjct: 27 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 86 

Query: 61 I WDTAGQERYQTI TKQYYRRAQGI FLVYDI SSERS YQHI MKWVSDVDE YAPEGVQKILIG 120 

IWDTAGQERYQTI TKQYYRRAQGI FLVYDI SSERS YQHIMKWVSDVDEYAPEGVQKILIG 
Sbjct : 87 I WDTAGQERYQT I TKQYYRRAQGI FLVYD I SSERS YQH I MKWVSDVDE YAPEGVQKI L I G 146 

Query: 121 NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 180 

NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 
Sbjct: 147 NKADEEQKRQVGREQGQQLAKE YGMDF YETSACTNLNI KES FTRLTELVLQAHRKELEGL 206 

Query: 181 RMRASNELALAELEEEEGKPEGPANS SKTCWC 212 

RMRASNELALAELEEEEGKPEGPANS SKTCWC 
Sbjct: 207 RMRASNELALAELEEEEGKPEGPANS SKTCWC 238 



>CRA| 335001116160682 /dataset=GENESEQ /org=Homo sapiens /taxon=9606 
/mol_type=aa /date=24-FEB-03 /length=212 
/altid=derwent_ac |AAE29096 /alt id=derwent_id | AAE2 9096 
/def=Human Ras-like protein /patent=WO200277193-A2 
/pat_section=Claim 
Length =212 

Score = 434 bits (1105), Expect = e-121 

Identities = 212/212 (100%), Positives = 212/212 (100%) 
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Query: 1 MAKQYDVL FRLLL I GDSGVGKTCLLCRFTDNE FHS SH I ST I GVDFKMKT I EVDG I KVR I Q 6 0 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 
Sbjct: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFICMKTIEVDGIKVRIQ 60 

Query: 61 I WDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDE YAPEGVQKI LIG 120 

IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 
Sbjct: 61 IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 120 

Query: 121 NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 180 

NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNI KES FTRLTELVLQAHRKELEGL 
Sb j C t : 121 NKADEEQKRQVGREQGQQLAKE YGMDFYETSACTNLNI KES FTRLTELVLQAHRKELEGL 180 

Query: 181 RMRASNELALAELEEEEGKPEGPANSSKTCWC 212 

RMRASNELALAELEEEEGKPEGPANSSKTCWC 
Sbjct: 181 RMRASNELALAELEEEEGKPEGPANS S KTCWC 212 



>CRA| 335001101587561 /dataset=GENESEQ /org=Homo sapiens /taxon=9606 
/mol_type=aa /date=08-FEB-01 /length=218 
/altid=derwent_ac |AAB41604 /altid=derwent_id | AAB41604 
/def=Human ORFX ORF1368 polypeptide sequence SEQ ID 
NO: 2736 /patent=WO200058473 -A2 /pat_section=Claim 
Length = 218 

Score = 428 bits (1088) , Expect = e-119 

Identities = 212/218 (97%), Positives = 212/218 (97%), Gaps = 6/218 (2%) 

Query: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 
Sbjct: 1 MAKQ YD VLFRLLL I GDSGVGKTCLLCRFTDNE FHS SHI ST I GVT)FK34KT I EVDGIKVRIQ 60 

Query: 61 I WDTAGQER YQT I TKQ YYRRAQG I FL VYD I S SERS YQH I MKWVSDVDE YAPEGVQKI L I G 120 

I WDTAGQER YQT I TKQ YYRRAQG I FL VYD I S S ERS YQH I MKWVSDVDE YAPEGVQKI L I G 
Sbjct: 61 I WDTAGQER YQT I TKQ YYRRAQG I FLVYD I S SERS YQH I MKWVSDVDE YAPEGVQKI L I G 120 

Query: 121 NKADEEQKRQVGREQGQ QLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHR 174 

NKADEEQKRQVGREQGQ QLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHR 
Sbjct: 121 NKADEEQKRQVGREQGQQKCPSLQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHR 180 

Query: 175 KELEGLRMRASNELALAELEEEEGKPEGPANSSKTCWC 212 

KELEGLRMRASNELALAELEEEEGKPEGPANSSKTCWC 
Sbjct: 181 KELEGLRMRASNELALAELEEEEGKPEGPANSSKTCWC 218 



>CRA| 32000240222294 /dataset^GENESEQ /org=Homo sapiens /taxon=9606 
/mol_type=aa /date=07-NOV-01 /length=188 
/altid=derwent_ac|AAU17555 /altid=derwent_id | AAU17555 
/def=Novel signal transduction pathway protein, Seq ID 
1120 /patent=WO200154733-Al /pat_section=Claim 
Length = 188 

Score = 328 bits (832), Expect = 2e-89 

Identities = 160/164 (97%), Positives = 160/164 (97%) 

Query: 1 MAKQYDVliFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 
MAKQYDVLFRLLLI GDSGVGKTCLLCRFTDNE FHS SHI ST I GVDFKMKT I EVDG I KVRIQ 



12 



Sbjct: 24 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 83 

Query: 61 IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 120 

IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQ ILIG 
Sbjct: 84 I WDTAGQER YQT I TKQ YYRRAQG I FLVYD I S SERS YQH I MBCWVSDVDE YAPEGVQX ILIG 143 

Query: 121 NKADEEQKRQVGREQGQQLAKEYGMDF YETSACTNLNI KES FTR 164 

NKADEEQ RQVGREQGQ LA EYGMDFYETSACTNLNIKESFTR 
Sbjct: 144 NKADEEQXRQVGREQGQXLAXEYGMDFYETSACTNLNIKESFTR 187 

Database : /work/eda3/blast/public/geneseqp_all . f asta 

Posted date: Mar 2, 2003 3:26 AM 
Number of letters in database: 143,563,330 
Number of sequences in database: 952,616 

Lambda K H 

0.317 0.134 0.389 

Gapped 

Lambda K H 

0.270 0.0470 0.230 



Matrix: BLOSUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 57070426 

Number of Sequences: 952616 

Number of extensions: 2081050 

Number of successful extensions: 9986 

Number of sequences better than 1.0e-08: 869 

Number of HSP's better than 0.0 without gapping: 504 

Number of HSP's successfully gapped in prelim test: 365 

Number of HSP's that attempted gapping in prelim test: 8851 

Number of HSP's gapped (non-prelim): 881 

length of query: 212 

length of database: 143,563,330 

effective HSP length: 54 

effective length of query: 158 

effective length of database: 92,122,066 

effective search space: 14555286428 

effective search space used: 14555286428 



T: 


11 






A: 


40 






XI 


16 


( 7.3 


bits) 


X2 


38 


(14.8 


bits) 


X3 


64 


(24.9 


bits) 


SI 


41 


(21.7 


bits) 


S2 


144 


(60. 


5 bits) 



BLASTP 2.0.14 [ Jun-29-2 000] 

Reference: Altschul, Stephen F., Thomas L. Madden, Alejandro A. Schaffer, 
Jinghui Zhang, Zheng Zhang, Webb Miller, and David J. Lipman (1997), 
"Gapped BLAST and PSI -BLAST: a new generation of protein database search 
programs", Nucleic Acids Res. 25:3389-3402. 
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Query= CL001188, SEQ ID NO: 2, July 22, 2003 
(212 letters) 



Database : /work/eda/blast/public/pataa . f asta 

119,338 sequences; 19,610,776 total letters 



Searching . 



. done 



Sequences producing significant alignments: 



Score E 
(bits) Value 



CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 



225000041374696 
225000041390943 
225000041356594 
225000041421315 
225000041413861 
225000041408175 
225000041295483 
225000041401255 
225000041400729 
225000041357679 
225000041299653 
225000041393518 
225000041316181 
225000041399457 
225000041398875 
225000041297310 
225000041411724 
225000041319028 
225000041430556 
225000041432912 
225000041305858 
225000041400591 
225000041417641 
225000041307402 
225000041320377 
225000041383172 
225000041396284 
225000041412338 
225000041360186 
225000041299184 
225000041392355 
225000041399569 
225000041334589 
225000041404593 
225000041408023 
225000041394438 
224000047563853 
225000041326178 
225000041313370 
225000041306217 
225000073418921 
225000073417062 
225000073419025 
225000073416688 
225000041388362 



/altid=gi | 21336158 /def =emb | CAD33347 
/altid=gi | 5991841 /def =gb | AAE18650 . 1 
/altid=gi | 15795884 /def =emb | CAC88253 
/altid=gi | 5987941 /def =gb | AAE17106 . 1 
/altid=gi | 5987967 /def =gb j AAE17132 . 1 
/altid=gi | 5987951 /def =gb j AAE17116 . 1 
/altid=gi j 5987926 /def =gb j AAE17091 . 1 
/altid=gi | 5987950 /def =gb j AAE17115 . 1 
/altid=gi j 7224222 /def =gb j AAE24389 . 1 
/altid=gi | 7224225 /def =gb | AAE24392 . 1 
/altid=gi | 5987930 /def =gb | AAE17095 . 1 
/altid=gi j 5987929 /def =gb j AAE17094 . 1 
/altid=gi j 5991840 /def =gb | AAE1 8649 . 1 
/altid=gi j 5987935 /def =gb | AAE17100 . 1 
/altid=gi j 15795890 /def =emb | CAC88255 
/altid=gi j 20268303 /def =gb | AAM1 7540 . 
/altid=gi | 5987934 /def =gb | AAE17099 . 1 
/altid=gi | 5987968 /def =gb | AAE17133 . 1 
/altid=gi | 5987901 /def =gb j AAE17066 . 1 
/altid=gi | 5991839 /def =gb j AAE18648 . 1 
/altid=gi | 5987932 /def =gb j AAE17097 . 1 
/altid=gi | 15795881 /def =emb | CAC88252 
/altid=gi | 5950831 /def =gb | AAE05057 . 1 
/altid=gi | 5950828 /def =gb j AAE05054 . 1 
/altid=gi j 5987933 /def =gb j AAE17098 . 1 
/altid=gi j 5987931 /def =gb j AAE17096 . 1 
/altid=gi | 5987927 /def =gb j AAE17092 . 1 
/altid=gi j 5987942 /def =gb | AAE17107 . 1 
/altid=gi | 17045992 /def =emb | CAD12175 
/altid=gi | 17045981 /def =emb j CAD12185 
/altid=gi j 5987952 /def =gb | AAE17117 . 1 
/altid=gi | 5987936 /def =gb j AAE17101 
/altid=gi | 5987938 /def =gb j AAE17103 
/altid=gi | 5987928 /def =gb j AAE17093 
/altid=gi | 5987937 /def =gb j AAE17102 
/altid=gi | 5987902 /def =gb | AAE17067 . 1 
/altid=gi | 27267932 /def =gb | AAN89253 . 
/altid=gi | 5950832 /def =gb | AAE05058 . 1 
/altid=gi | 5950829 /def =gb | AAE05055 . 1 
/altid=gi | 5987940 /def =gb | AAE17105 . 1 
/altid=gi | 29890258 /def =emb | CAD88923 
/alt id=gi [2 9890260 /def =emb | CAD88924 
/altid=gi j 29890315 /def =emb j CAD8893 9 
/altid=gi j 29890290 /def =emb j CAD88927 
/altid=gi j 10071758 /def =gb | AAE42455 . 
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le 
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CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 



225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
224000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
224000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
225000 
224000 
224000 
225000 



073415889 
041425902 
073420027 
041426880 
041307180 
041310790 
073420389 
073419526 
073415883 
041376632 
073419588 
073418335 
073420589 
073419451 
073417610 
047566414 
073418308 
073417855 
041426614 
041404857 
073416686 
041433535 
041346240 
073419020 
073417939 
073417292 
041365394 
041308161 
041399562 
041343975 
041296147 
041314862 
041408275 
041408987 
041317327 
041425336 
041393027 
041374820 
041370695 
041419906 
041351025 
047562479 
041398010 
041374604 
041352409 
041387167 
041298645 
041333928 
041428435 
041419949 
041301838 
041321096 
041389810 
041417714 
047567368 
047562163 
041393403 



/altid=gi | 29890298 /def =emb | CAD8893 
/altid=gi j 5987965 /def =gb | AAE17130 . 
/altid=gi | 29890256 /def =emb | CAD8892 
/altid=gi | 21511576 /def =gb | AAM58946 
/altid=gi | 5987939 /def =gb | AAE17104 . 
/altid=gi | 5987963 /def =gb | AAE17128 . 
/altid=gi | 29890309 /def =emb | CAD8893 
/altid=gi | 29890288 /def =emb | CAD8892 
/altid=gi | 29890296 /def =emb j CAD8893 
/altid=gi | 3999761 /def =gb | AAC93193 . 
/altid=gi | 29890307 /def =emb | CAD8893 
/altid=gi | 29890294 /def =emb | CAD8892 
/altid=gi | 29890311 /def =emb | CAD8893 
/altid=gi | 29890301 /def =emb | CAD8893 
/altid=gi | 29890292 /def =emb j CAD8892 
/altid=gi | 27279665 /def ==gb | AAN93718 
/altid=gi j 29890303 /def =emb | CAD8893 
/altid=gi j 29890317 /def =emb | CAD8894 
/altid=gi | 21511575 /def =gb | AAM58945 
/altid=gi | 21511569 /def =gb j AAM58940 
/altid=gi | 29890286 /def =emb | CAD8892 
/altid=gi | 16236735 /def =gb | AAE78357 
/altid=gi j 3999760 /def =gb | AAC93192 . 
/altid=gi | 29890313 /def =emb | CAD8893 
/altid=gi | 29890305 /def =emb j CAD8893 
/altid=gi | 29890319 /def =emb j CAD8894 
/altid=gi | 5987959 /def =gb | AAE17124 . 
/altid=gi | 412184 /def =emb | CAA00806 . 
/altid=gi | 412182 /def =emb | CAAO 0805 . 
/altid=gi | 10052221 /def =gb | AAE29128 
/altid=gi | 21511571 /def =gb j AAM58942 
/altid=gi | 412180 /def =emb | CAAO 0804 . 
/altid=gi | 5987962 /def =gb | AAE17127 . 
/altid=gi | 5987956 /def =gb | AAE17121 . 
/altid=gi | 21511578 /def =gb | AAM58947 
/altid=gi | 17909707 /def =gb j AAE82514 
/altid=gi | 6733431 /def =emb | CAB69321 
/altid=gi | 5987947 /def =gb | AAE17112 . 
/altid=gi | 5987955 /def =gb | AAE17120 . 
/altid=gi | 10052222 /def =gb | AAE2912 9 
/altid=gi | 21511570 /def =gb j AAM58941 
/altid=gi | 27272005 /def =gb j AAN90931 
/altid=gi j 5987958 /def =gb | AAE17123 . 
/altid=gi | 12827405 /def =gb | AAE50555 
/altid=gi j 1829792 /def =gb | AAB44246 . 
/altid=gi j 12820390 /def =gb | AAE47940 
/altid=gi j 1612427 /def =gb | AAB15407 . 
/altid=gi | 5987921 /def =gb j AAE17086 . 
/altid=gi j 12820391 /def =gb | AAE47941 
/altid=gi | 5987954 /def =gb | AAE17119 . 
/altid=gi | 5987953 /def =gb | AAE17118 . 
/altid=gi | 21511573 /def =gb | AAM58943 
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>CRA| 225000041374696 /altid=gi | 21336158 /def =emb | CAD33347 . 1 | unnamed 
protein product [Homo sapiens] /org=Homo sapiens 
/taxon=9606 /div=PRI /dataset=pataa /length=212 
Length =212 

Score = 434 bits (1105), Expect = e-122 

Identities = 212/212 (100%), Positives = 212/212 (100%) 

Query: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 

MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 
Sbjct: 1 MAKQYDVLFRLLLIGDSGVGKTCLLCRFTDNEFHSSHISTIGVDFKMKTIEVDGIKVRIQ 60 



Query: 61 I WDTAGQERYQT I TKQ YYRRAQG I FLVYD I S SERS YQH I MKWVSDVDE YAPEGVQKI L I G 120 

IWDTAGQERYQTITKQYYRRAQGIFLVYDISSERSYQHIMKWVSDVDEYAPEGVQKILIG 
Sbjct: 61 I WDTAGQERYQT I TKQ YYRRAQG I FLVYD I S SERS YQH I MKWVSDVDE YAPEGVQKI L I G 120 
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Query: 121 NKADEEQKRQVGREQGQQLAKEYGMDF YETSACTNLNI KES FTRLTELVLQAHRKELEGL 180 

NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 
Sbjct: 121 NKADEEQKRQVGREQGQQLAKEYGMDFYETSACTNLNIKESFTRLTELVLQAHRKELEGL 180 

Query: 181 RMRASNELALAELEEEEGKPEGPANSSKTCWC 212 

RMRASNELALAELEEEEGKPEGPANSSKTCWC 
Sbjct: 181 RMRASNELALAELEEEEGKPEGPANSSKTCWC 212 

Database : /work/eda/blast/public/pataa . f asta 

Posted date: May 28, 2003 5:56 PM 
Number of letters in database: 19,610,776 
Number of sequences in database: 119,338 

Lambda K H 

0.317 0.134 0.389 

Gapped 

Lambda K H 

0.270 0.0470 0.230 



Matrix: BL0SUM62 

Gap Penalties: Existence: 11, Extension: 1 

Number of Hits to DB: 7881817 

Number of Sequences: 119338 

Number of extensions: 292297 

Number of successful extensions: 1272 

Number of sequences better than 1.0e-08: 151 

Number of HSP's better than 0.0 without gapping: 47 

Number of HSP's successfully gapped in prelim test: 104 

Number of HSP's that attempted gapping in prelim test: 1052 

Number of HSP's gapped (non-prelim): 151 

length of query: 212 

length of database: 19,610,776 

effective HSP length: 50 

effective length of query: 162 

effective length of database: 13,643,876 

effective search space: 2210307912 

effective search space used: 2210307912 

T: 11 

A: 40 

XI: 16 ( 7.3 bits) 
X2: 38 (14.8 bits) 
X3: 64 (24.9 bits) 
SI: 41 (21.7 bits) 
S2: 137 (57.8 bits) 
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